In a recent paper, Sarathkumara et al. [1] concluded that hantavirus infection might be an important risk factor for development of chronic kidney disease of unknown etiology (CKDu) in Sri Lanka. We do not contest this possibility. However, it may be that these findings are confounded by age, sex, occupation, or other co-variates, any of which could plausibly be related to both hantavirus exposure and CKDu. We would urge the authors to use their rich and valuable dataset to conduct a multivariable logistic regression analysis with CKDu as the dependent variable and all appropriate co-variates included in the model, as in a recent analysis of CKDu and leptospirosis [2] . Whether or not the results are null, such an analysis would constitute a significant contribution to the field, as the etiology of CKDu has not yet been elucidated despite serious, concerted research efforts. References 1. Sarathkumara, Y.D.; Gamage, C.D.; Lokupathirage, S.; Muthusinghe, D.S.; Nanayakkara, N.; Gunarathne, L.; Shimizu, K.; Tsuda, Y.; Arikawa, J.; Yoshimatsu, K. Exposure to hantavirus is a risk factor associated with kidney diseases in Sri Lanka: A cross sectional study. Viruses 2019, 11, 700. [CrossRef] [PubMed] 2. Yih, W.K.; Kulldorff, M.; Friedman, D.J.; Leibler, J.H.; Amador, J.J.; López-Pilarte, D.; Galloway, R.L.; Ramírez-Rubio, O.; Riefkohl, A.; Brooks, D.R. Investigating possible infectious causes of chronic kidney disease of unknown etiology in a Nicaraguan mining community.
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